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Why this course ?
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GOLD: http://www.genomesonline.org/

Tree of life

Complete genomes
 10355 projects
 • 1777 published
     (2011/06/13)

Ongoing:
• 6037 Bacteria
•   199 Archaea
• 2007 eukaryotes
•   323 metagenomes

• 3 phylogenetic
domains;
• Lifestyles: mesophiles;
(hyper)thermophiles;
psychrophiles;
extremophiles,...



Evolution of the number of complete genome sequencing projects

Complete sequencing genomes span the three domains of life

http://www.genomesonline.org/cgi-bin/GOLD/bin/gold.cgi
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10355 Projects



Mathematics Statistics

Nucleotide & protein
sequences and related

informations

InformaticsBiology

Bioinformatics



The main objectives of the course are to familiarize
participants with bioinformatics and large scale
genome data  analyses skills by introducing:

1- advanced fundamental algorithms used in
Bioinformatics;

2- their application in genome analyses;

3- recent knowledge acquired from genomes studies
and their perspectives.

Bioinformatics and Comparative Genome
Analysis



Main Lecture/practical topics include:
• Genomes comparisons - evolution

-Technical aspects - writing scripts;

- Available genomes;

- Methods applied to families of genes/proteins:

multiple alignments, phylogeny analyses, motifs search (genome/gene);

- Determination of families of paralogs - of orthologs

• Genomes alignments;

• Genome visualization (Circos);

• Genome Wide Association Studies.

• Protein-Protein Interactions;
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