1

2  TABLE 1S. Primers list
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3
Target Primer name Sequence
gene
lacZ lacZ.CATBAD.A1.500-5 CTCACTCGCAATCAAATTCAG
lacZ.CATBAD.B1.500-3 CTCAGGTCAAATTCAGACGGC
lacZ.A2.CATBAD.L-3 CAGGGCGGGGCGTAAGAATCCCTGCTCCGCTCACAATTCCACACAAC
lacZ.B2.CATBAD.L-5 TTCTCCATACCCGTTTTTTTGGATCAATTTCACACAGGAAACAGC
lacZ.ext-5 CATTGGGTCACCAGCAAATC
lacZ.CATBAD.ext-3 CCAGATAACTGCCGTCACTC
Sequence” lacZATG+100-3 GGGGGATGTGCTGCAAGGCGATTAAG
flu Slu.CATBAD.A1.500-5 GCCTGGGTATTGAAAACCTATGG
flu.CATBAD.B1.500-3 CATATCCGGGGAGATAACTTG
flu.A2.CATBAD.L-3 CAGGGCGGGGCGTAAGAATCCCTGCTTCATGCATTCGTCCTCTCTG
fluB2.CAT.BAD.Ltbs-5 GTTTTTTTGGATGGAGTGAAACGATGATCAGCAGAGTGACAGAAGCTC
Sflu.ext-5 TCCGCTGGACATGCGTATGGAC
Slu.CATBAD.ext-3 TGCCGCGGGAGGTGGAAACTTGCTG
Sequence” fluATG+100-3 GAACAGGCAGAGTGGCAGCTTC
fisL fisL.CATBAD.A1.500-5 GCCTGGGTATTGAAAACCTATGG
fisL.CATBAD.B1.500-3 CATATCCGGGGAGATAACTTG
fisL.A2.CATBAD.L-3 CAGGGCGGGGCGTAAGAATCCCTGCTTCATGCATTCGTCCTCTCTG
fisL.B2.CAT.BAD.Lrbs-5 GTTTTTTTGGATGGAGTGAAACGATGATCAGCAGAGTGACAGAAGCTC
fisL.ext-5 TCCGCTGGACATGCGTATGGAC
fisL.CATBAD.ext-3 TGCCGCGGGAGGTGGAAACTTGCTG
Sequence” fisLATG+100-3 GAACAGGCAGAGTGGCAGCTTC

ccdB

ccdB.SPECBAD.A1.500-5 CTAAAATTGAGGATTTTAATG
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ccdB. SPECBAD.B1.500-3 GATCCGGGACGTAATGGAGC

ccdB.A2. SPECBAD.L-3

CTTGGTGCCAGCCAATGAGAATCCCTCATAGCACACCTCTTTTTGAC

ccdB.B2. SPEC.BAD.Lrbs- GTTTTTTTGGATGGAGTGAAACGATGCAGTTTAAGGTTTACAC

ccdB.ext-5

ccdB. SPECBAD.ext-3

AGTTTTTGAAAATTGTGATG

GTGTGGCCAGCAGCATCTTG

Sequence” pCcdB-3 CTGACAGCAGACGTGCACTGGC

tray traY.CATBAD.A1.500-5 GATGATATCAGAAATATAATC
traY.CATBAD.B1.500-3 CATCATGTACATGACAGCAC
traY.A2.CATBAD.L-3 CAGGGCGGGGCGTAAGAATCCCTGCTCTTTGGATAGCGGTGAAGATG
traY B2.CAT.BAD.Lrbs-5 TTCTCCATACCCGTTTTTTTGGATCAGGGCAGGGAATATCTATG
traY.ext-5 CTCATGTTCGTCATAAAGAC
traY.CATBAD.ext-3 CATACCCACAGCAATAAATAC

Sequence” traYATG+100-3 CAGAACAGCAGCCGGGATCACTGCG

ypjA ypjA.500-5 GTAAACTGAACCGACTGGGGC
ypjA.500-3 CAGTCAATTTTCTGGTGGAAAAG
vpjA.GBL-3 GATTTTGAGACACAACGTGGCTTTCATAAATTTCATCCTCTGAAAAG
vpjA.GBL-5 CTTCACGAGGCAGACCTCAGCGCCTGACCATCAACGAAAAAGCCCAC
ypjA.EXT-5 GGTCCGGACTGAAAAAACTG
ypjA.EXT-3 GAAACTGTTATTAAGGAAC
vpjA.B1.CATBAD-500-3 GCCCTTGAACTTTTACTATC

ypjd.A2.CATBAD.L-3
ypjd.B2.CATBAD.L-5

ypjd.ext. CATBAD-3

CAGGGCGGGGCGTAAGAATCCCTGCTTGAATACTGAGTAGCGTTTAAG

TTCTCCATACCCGTTTTTTTGGATCTTTTCAGAGGATGAAATTTATG

GACTTATTTATCGTTGTACC

Sequence® ypjA.ATG+100 CTACAGTCTCATCGTTTACCACAC
ydhQ vdh(.500-5 GAAGACCAGATTAAGAAAATC

ydhQ.500-3 GGGCTTATGGTGGGTGTCTGTATGGC

ydhQ.GBL-3 GATTTTGAGACACAACGTGGCTTTCATGATTTATTCCTTTGCTGC

ydhQ.GBL-5

CTTCACGAGGCAGACCTCAGCGCCTAAAAATACAGGCGCAACCCGTG



ydhQ.EXT-5

ydhQ.EXT-3
ydhQ.B1.CATBAD-500-3
ydhQOK A2.CATBAD.L-2
ydhQ.B2.CATBAD.L-5

ydhQ.ext.CATBAD-3
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ACGTATTGGATACAGAGAAG

ACTATCCGCGTAGGTTATCG

CCTGGATACACCAACAATTC
CAGGGCGGGGCGTAAGAATCCCTGCTGTGCCTTTATTGCTACCTAAG
TTCTCCATACCCGTTTTTTTGGATCAGCAAAGGAATAAATCATGGG

GATTAATCTCACAATTGCTG

Sequence” ydhQ.ATG+100 CCGTGACCACGGTATTTTCGGCTC

yegH yegH.500-5 CTTAATGCCCTTGTTTGGCTGGCG
vegH.500-3 CGCGTAAAGGTGCAAAAGTG
vegH.GBL-3 GATTTTGAGACACAACGTGGCTTTCATAGATTAACCATCCATTC
yegH GBL-5 CTTCACGAGGCAGACCTCAGCGCCTGATCCCGCCGTTAGCTAAAAAAC
yegH EXT-5 CGGGCTGGGAGAAGTGCTTG
vegH EXT-3 GGTGTTGGTGCAGTAACAGAAAAAGG
vegH B1.CATBAD-500-3 CTGAATATGCCCCACCCGAC
vegH.A2.CATBAD.L-3  CAGGGCGGGGCGTAAGAATCCCTGCTATTGGATTAACAAACATTCC
vegHB2.CATBAD.L-5  TTCTCCATACCCGTTTTTTTGGATGAATGGATGGTTAATCTATG
vegH.ext. CATBAD-3 CAAGACGGGTGTTATTTACC

Sequence® ycgH.ATG+100 CAATCGGCGATTCTTCATCAGTC

yegV yegV.500-5 CAATATGCTGGCAAGATGAAAATG
yegV.500-3 GCTGGTGAATAACAAATTAC
vegV.GBL-3 GATTTTGAGACACAACGTGGCTTTCATACCACTCCTATATAGTACCC
vegV.GBL-5 CTTCACGAGGCAGACCTCAGCGCCTAAGTGCGGGATAGACAAGCCC
yegV EXT-5 CATTAGCAGTGATATAACGTAAG
yegV EXT-3 GTATGCGGCGTGGCAGCATTC

yegV.B1.CATBAD-500-3
yegV. A2.CATBAD.L-3
ycgV.B2.CATBAD.L-5

yeglV.ext. CATBAD-3

GGGTATAGTCACCAATTAAG

CAGGGCGGGGCGTAAGAATCCCTGCTCTATGGGTCTATGGATTTTGTC

TTCTCCATACCCGTTTTTTTGGATGTACTATATAGGAGTGGTATG

CGTTCGAGTTTTCAATGGTG
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Sequence® ycgV.ATG+100 CTTCCTGTATCAGCAGCTATCAG

yfal yfal.500-5 GGTCAGACAAGGTGTCCGGG
yfal.500-3 TGCAGGAAACCGTGGAAGAGCACGC
yfaL.GBL-3 GATTTTGAGACACAACGTGGCTTTCATATTAATCTAACCATCATTTTC
yfaL.GBL-5 CTTCACGAGGCAGACCTCAGCGCCTAATCACTGTCTAGTCGGCACGG
yfaL.EXT-5 CATAACTTTGTGGATAACTCAGG
yfal EXT-3 CAGGTGGCAAAACTGCACGCACTGGA

yfal. B1.CATBAD-500-3
yfaL..A2.CATBAD.L-3
yfal .B2.CATBAD.L-5

yfaL..ext. CATBAD-3

CGTTAGTGACACGTAAATCG

CAGGGCGGGGCGTAAGAATCCCTGCTCTATAAGACGGCGTATTTAATC

TTCTCCATACCCGTTTTTTTGGATATGATGGTTAGATTAATATG

CATTATTAATGGTATAAATTG

Sequence® yfaL. ATG+100 CAACTCGCTTTGACATCATATC

vdeKU vdeUK.500-5 AGTTTAGGCATTACCACTCC
ydeUK.500-3 CTGTTAGTTTTTGAGTATAG
ydeUK.GBL-3 GATTTTGAGACACAACGTGGCTTTCATATTAATCTAACCATCATTTTC
ydeUK.GBL-5 CTTCACGAGGCAGACCTCAGCGCCTAATCACTGTCTAGTCGGCACGG
vdeUK EXT-5 CATAACTTTGTGGATAACTCAGG
ydeUK EXT-3 CAGGTGGCAAAACTGCACGCACTGGA
vdeUK.B1.CATBAD-500-- GTGACCCTTCTGTTTAATATTC
ydeUKOK.A2.CATBAD.L CAGGGCGGGGCGTAAGAATCCCTGCTCAATACAGCCACGAAAGAGATGAG
vdeUK B2.CATBAD.L-5 TTCTCCATACCCGTTTTTTTGGATGTATATGGAGCGTTTATATG
ydeUK .ext. CATBAD-3 GTCAGAACAGAGTCCTCTCCC

Sequence” ydeUK.ATG+100 GTTGTCAGTCCAGAGGATTTACG

yeeJ yeeJ.500-5 GTTCATTAATTAACAACTTTG
veeJ.500-3 CTCGATTAAACGTTCAGCAGCAATC
veeJ.GBL-3 GATTTTGAGACACAACGTGGCTTTCATGCTTACCTTCCCTGAAC
veeJ.GBL-5 CTTCACGAGGCAGACCTCAGCGCCTGATTTTCCGTTATAATTTCTTAAAGAG

yee . EXT-5

GCATCACGCTAATGATACAGACTCG



46

veeJ EXT-3 GTCTACCGTTTATCCTTACCAC
yeeJ BI.CATBAD-500-3 CGCTTGCTCGCTGTTCATATC
veeJOK.A2.CATBAD.L-3 CAGGGCGGGGCGTAAGAATCCCTGCTCATAAATGCGCCCTTTCTAGCAC

yveeJ B2.CATBAD.L-5 TTCTCCATACCCGTTTTTTTGGATGCTCGTTCAGGGAAGGTAAGC

yveeJ.ext. CATBAD-3 CATTGCGCCTGAAGCCTGAGAAG
Sequence” yeeJ ATG+100 AGCCATAGGGAACGCAAGTTGAG
REXBAD  cat-ara.A1.500-5 CATTAACGCCGGGCAAGGGGAAG
cassette
cat-ara.B1.500-3 CACCGCTCTGCATTCCGGCAG
cat-ara.A2.catL-3 GAAGTGATCTTCCGTCACAGCCCTATGCTACTCCGTCAAGCCGTC
cat-ara.B2.catLnp-5 GAGTGGCAGGGCGGGGCGTAAGAATCCCTGCTTCGTCCATTTG

K7.CAT-araC-pBAD-5 GCTTGCATAATGTGCCTGTC
K7.CAT-araC-pBAD-3 CTCTTCACCGGTAGCGCAGTC

Sequence” paraB-300-5 GTCCATATTGCATCAGACATTG

1  primers used to sequence the junction between the end of the pBAD promoter and the ATG codon of target
2 genes.

3 b primer used to verify the integrity of the pBAD promoter region.





