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UK

DEVELOPMENT AND APPLICATION OF THE ACTIVE
SURVEILLANCE OF PATHOGEN MICROARRAY TO MONITOR
BACTERIAL GENE FLUX.

STANGIER

Kerstin A.

Germany

NEXT-GEN SEQUENCING TECHNOLOGIES: DRAWBACKS AND
OPPORTUNITIES

STOLL

Sascha

Germany

THE TRANSCRIPTOME OF THE ENDOSYMBIONT BLOCHMANNIA
FLORIDANUS IN THE DIFFERENT LIFE STAGES OF ITS
HOLOMETABOLOUS HOST




STOLL

Regina

Germany

MODULATION OF PRFA ACTIVITY IN LISTERIA
MONOCYTOGENES DURING GROWTH IN DIFFERENT CULTURE
MEDIA

SUBODH

Swati

India

IDENTIFICATION OF GENOMIC SIGNATURE PATTERNS FOR
HEPATITIS B VIRUS STRAIN PROFILING

TANOUS

CATHERINE

France

GLOBAL REGULATION OF CYSTEINE METABOLISM IN
FIRMICUTES

TASSE

Lena

France

SCREENING OF THE HUMAN INTESTINAL MICROBIOTA FOR THE
DISCOVERY OF NEW ENZYMES SPECIFIC FOR FIBER
DEGRADATION

TAUSOVA

Tatiana

USA

TOWARDS A BETTER QUALITY OF MICROBIAL GENOMES
ANNOTATION

THIJS

Inge

Belgium

FACILITATING CHIP-CHIP-BASED RECONSTRUCTION OF
REGULATORY NETWORKS BY COMBINING OMICS DATA

THOMAS

Charles

USA

INTRON FEATURES OF PNEUMOCYSTIS CARINII GENES

TINATIN
DOOLOTKELDIEVA

Tinatin
Doolotkeldieva

Turquie

METAGENOMIC LIBRARIES FROM KYRGYZSTAN
ENVIRONMENTS AS SOURCE OF NOVEL ALKANE
DEGRADATION GENES

TOURASSE

Nicolas

Norway

SURVEY OF GROUP | AND GROUP Il INTRONS IN 29
SEQUENCED GENOMES OF THE BACILLUS CEREUS GROUP:
INSIGHTS INTO THE SPREAD AND EVOLUTION OF MOBILE
INTRON ELEMENTS IN A WORLDWIDE-DISTRIBUTED BACTERIAL
POPULATION

TROST

Eva

Germany

ULTRAFAST PYROSEQUENCING AND DEDUCED LIFESTYLES OF
THE HUMAN PATHOGENS CORYNEBACTERIUM UREALYTICUM
AND CORYNEBACTERIUM KROPPENSTEDTII

TURNER

Susan

New Zealand

DEVELOPMENT OF ACIDOVORAX TEMPERANS AS A MODEL
ORGANISM TO INVESTIGATE CELL-CELL INTERACTIONS IN
ACTIVATED SLUDGE

TUTUKINA

Maria

Russia

TRANSCRIPTION PROFILE OF THE ESCHERICHIA COLI UXUR
GENE

TYPAS

Athanasios

USA

THE FIRST HIGH-THROUGHPUT SYSTEM FOR QUANTITATIVELY
ASSESSING GENETIC INTERACTIONS IN BACTERIA

UPTON

Mathew

UK

THE UROPATHOGENIC E. COLI STRAIN ST131 CARRIES
MULTIPLE ANTIBIOTIC RESISTANCE DETERMINANTS ON A
CONJUGATIVE PLASMID

VAN SCHAIK

Willem

The
Netherlands

A GENOMIC PERSPECTIVE ON HOSPITAL-ACQUIRED
ENTEROCOCCUS FAECIUM

VAN VLIET

Arnoud

UK

IDENTIFICATION AND CHARACTERISATION OF POLYAMINE
BIOSYNTHESIS PATHWAYS IN CAMPYLOBACTER JEJUNI

VATTA

Paolo

USA

NEXT GENERATION SEQUENCING OF THE ESCHERICHIA COLI
055:H7 GENOME AND COMPARISON WITH THE CLOSELY
RELATED ENTEROHEMORRHAGIC E. COLI O157:H7

VERNIKOS

Georgios

UK

RESOLVING THE STRUCTURAL FEATURES OF GENOMIC
ISLANDS: A MACHINE LEARNING APPROACH
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VEYRIER

Frederic

Canada

COMPARATIVE GENOMICS TO STUDY THE EMERGENCE OF
MYCOBACTERIUM TUBERCULOSIS

VICTOR GANNON

Victor Gannon

Canada

DIVERSITY OF GENOMIC ISLANDS IN VEROTOXIN-PRODUCING
ESCHERICHIA COLI

VIRGINIE ROY

Virginie ROY

France

EFFECT OF A MICRONUTRIENT SOLUTION ON MICROBIAL
POPULATIONS IN A SOIL / PLANT / EARTHWORM
EXPERIMENTAL SYSTEM

WANG

Xiao-Ming

Belgium

1IS1096-MEDIATED MYCOBACTERIUM SMEGMATIS GENOME
EVOLUTION

WEISER

Jaroslav

Czech
Republic

ADAPTIVE PROTEOME CHANGES IN POPULATION OF
ERYTHROMYCIN RESISTANT ESCHERICHIA COLI DURING
CONTINUOUS CULTIVATION IN THE PRESENCE OR ABSENCE
OF THE ANTIBIOTIC

WEISEROVA

Marie

Czech
Republic

ECOAO83I A NEW FUNCTIONAL MEMBER OF THE TYPE IB
RESTRICTION-MODIFICATION SYSTEMS IDENTIFIED IN
COMMENSAL ESCHERICHIA COLI STRAIN A0 34/86
(083:K24:H31)

WELLNER

Alon

Israel

IS COMPLEXITY A BARRIER TO LATERAL GENE TRANSFER

wu

Meng-Chuan

Taiwan

IDENTIFICATION OF BIOFILM-RELATED GENES FROM THE
MUTANT LIBRARY OF A KLEBSIELLA PNEUMONIAE PYOGENIC
LIVER ABSCESS STRAIN

YAKUNIN

Alexander

Canada

POLYPHOSPHATE-DEPENDENT ATP GENERATION IN
MICROBIAL PATHOGENS: STRUCTURAL AND ENZYMATIC
STUDIES OF THE FAMILY-2 POLYPHOSPHATE KINASES

YEO

Yun-Soo

South Korea

BACILLUS VALLISMORTIS YM21 AS BIOCONTROL AGENT
AGAINST PHYTOPHTHORA BLIGHT ON HOT PEPPER

YOON

Sang-Hong

South Korea

GENETIC ANALYSIS OF THE ANTIFUNGAL ACTIVITY OF A
SOILBORNE ENTEROBACTER SP. YNB54 SPECIFICALLY
ANTAGONISTIC AGAINST PHYTOPHTHORA SPECIES

YOSHIDA

Ken-ichi

Japan

AN ARTIFICIAL METABOLIC PATHWAY DESIGNED IN BACILLUS
SUBTILIS TO PRODUCE D-CHIRO-INOSITOL, A DRUG
CANDIDATE FOR TREATMENT OF DIABETES MELLITUS

ZVI

Anat

Israel

BIOINFORMATIC ANALYSES AND COMPREHENSIVE DATA
MINING OF MYCOBACTERIUM TUBERCULOSIS WHOLE GENOME
FOR IDENTIFICATION OF VACCINE CANDIDATES
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